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Day Coachers Lectures and WorkShops
April 10 | Zdenek Sedlacek, Genetics of Intellectual Disability and Autism
Miroslava Hancarova, Biological Pathways in finding causative genes and variants
Darina Prchalova, NGS as a tool for determining the genetic origin of ID and Autism
Pavel Tesner
April 11 | Peter Ulz, . _ i
Zdenek Sedlacek, Bioinformatics Introduction
Miroslava Hancarova, NGS Technology
Darina Prchalova, Data formats
Pavel Tesner Quality Control
April 12 | Peter Ulz, Variant Calling Overview
Zdenek Sedlacek, Visualization and Quality Control
Miroslava Hancarova, Variant annotation
Darina Prchalova, Variant interpretation
Pavel Tesner
April 13 | Peter Ulz, Exome sequencing
Zdenek Sedlacek, SRA intro and datadownload
Miroslava Hancarova, Variant Calling
Darina Prchalova, Variant Filtering
Pavel Tesner Variant interpretation
Trio/IBD2/Homozygosity Mapper
April 14 | Peter Ulz,
Zdenek Sedlacek, BCBio as Pipeline Tool
Miroslava Hancarova, Setup
Darina Prchalova, SNP-calling
Pavel Tesner Alternative experimental setups
RNA-Seq
ChlP-Seq
April 15 | Zdenek Sedlacek, Human Genome in Bioinformatics
Miroslava Hancarova, CNV calling
Darina Prchalova, Structural Variant Calling
Pavel Tesner Summary, Wrap up, Questions




